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- CURRENT STATE - 

http://www.gbif.es


BioBida HUB 

Environment 

http://dalmases.ddns.net/generic-hub/occurrences/search?%23tab_mapView
http://dalmases.ddns.net/generic-hub/occurrences/search?%23tab_mapView


Repositories on GitHub: 

Test environment: http://ala-demo.org/generic-hub/search#tab_simpleSearch 
 
Production environmet: http://datos.gbif.es/generic-hub/search#tab_simpleSearch 

Current working environment 

http://ala-demo.org/generic-hub/search
http://ala-demo.org/generic-hub/search
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https://github.com/GBIFes/ https://github.com/santiagomtzdelariva/ 

Diving up the work on GITHUB 

https://github.com/GBIFes/
https://github.com/GBIFes/
https://github.com/santiagomtzdelariva/
https://github.com/santiagomtzdelariva/


Branches: Master/lang-selector 

Repository: https://github.com/santiagomtzdelariva/generic-hub-es/network 

Web: http://datos.gbif.es/generic-hub/search#tab_simpleSearch 

Customizations: 

* New fixed Menu 

 

* Lang-selector feature 

 

 

* New Footer 

* i18n: Additional properties  

 

Current status of Generic-hub 
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Branches: master/advance_search/no-logger/layers_map/js_18n 

Repository: https://github.com/santiagomtzdelariva/biocache-hubs-es/network 

Web: http://datos.gbif.es/generic-hub/search#tab_simpleSearch (search /occurrence_list / occurrences_core) 

Customizations: 

* Advance-search branch:  

- Included  the list of provinces of Spain and Portugal. 

- Deleted IBRA and IMCRA filters in advance search tab. 

- Deleted Batch Taxon search and Catalogue number search. Bug (Reported) 

- Commented section: “Find records for ANY of the following taxa” 

- Added section feedback. 

Current status of Biocache-hub 
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Customizations: 

* Advance-search branch:  

- Deleted the facets that are not needed: IMCRA, IBRA,… 

- New format for in dates and numbers (thounsand separator):  

- New view of occurrence list and Added more fields (Latitude, Longitude,…). (OccurrenceTagLib)  

 

 

 

 

Current status of Biocache-hub 

https://github.com/santiagomtzdelariva/biocache-hubs-es/commits/advance_search
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Customizations: 

• Advance-search branch:  

- Showing the navigation section of the chart by taxon rank 

 

 

 

 

 

 

 

Current status of Biocache-hub 

https://github.com/santiagomtzdelariva/biocache-hubs-es/commits/advance_search
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Customizations: 

• Advance-search branch: 

- New way to view the information of the occurrence core: 

 

Current status of Biocache-hub 

https://github.com/santiagomtzdelariva/biocache-hubs-es/commits/advance_search
https://github.com/santiagomtzdelariva/biocache-hubs-es/commits/advance_search
https://github.com/santiagomtzdelariva/biocache-hubs-es/commits/advance_search


Customizations: 

* no-logger branch: Why? – When ALA Down then ALS Down, but not now.  

- Commented logger.baseUrl var, getLoggerReasons, getLoggerSources and getSourceID() functions. 

- Replaced getSourceID() by “0” and getLoggerReason() by list of  own reasons. 

 

Current status of Biocache-hub 

https://github.com/santiagomtzdelariva/biocache-hubs-es/commits/no-logger
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Customizations: 

* layers-map branch: (WMS services- Capabilities) 

- Modified the space reference: EPGS:900913 > EPGS:4326. 

- Included new overlay vars in the Config.groovy (generic-hub) file: map.overlay.url, map.overlay.name and 
map.overlay.layer. 

- Added WMS layer in the _map.gsp file: 

> layers, format, transparent, version, attribution… 

Current status of Biocache-hub 

https://github.com/santiagomtzdelariva/biocache-hubs-es/commits/layers_map
https://github.com/santiagomtzdelariva/biocache-hubs-es/commits/layers_map
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http://wms.magrama.es/sig/Biodiversidad/INENP/wms.aspx?request=getcapabilities


Customizations: 

* i18n branch:  

- GSP files: 

> New properties for global controlled vocabularies such as: species_group, basis of record and 
type_status. Used in advance_search, map legend,… 

 

 
Compare with bor vocab of GBIF.org 

Why these types of types status? 
What is the meaning? 

Current status of Biocache-hub 

https://github.com/santiagomtzdelariva/biocache-hubs-es/commits/js_i18n
http://gbif.github.io/gbif-api/apidocs/org/gbif/api/vocabulary/BasisOfRecord.html


Customizations: 

* i18n branch: - GSP files: 

> Facets:  > Fields of the list of occurrences (OccurrenceTagLib) 

 

 

       > Button and hyperlink: labels title and tooltips. 

 

 

 

 

 

. 

> List of fields in the occurrence view. 

Current status of Biocache-hub 

https://github.com/santiagomtzdelariva/biocache-hubs-es/commits/js_i18n


Customizations: 

* i18n branch: - GSP files: 

> More Buttons and hyperlinks: labels title and tooltips and more and more… 

 

 

 

 

> Error Messages:  

 

 

 

 

Current status of Biocache-hub 

… 

https://github.com/santiagomtzdelariva/biocache-hubs-es/commits/js_i18n


Customizations: 

* i18n branch: - GSP files: 

> List of fields in the occurrence view and new title tabs. 

 

 

 

 

 

 

 

Current status of Biocache-hub 

https://github.com/santiagomtzdelariva/biocache-hubs-es/commits/js_i18n


Customizations: 

* i18n branch:  

- JS files: (Configuration) 

> Added jQuery.i18n.properties function to can apply the i18n in the .js files: 

+ BiocacheHubsResource.groovy: new jquery_18n and jquery_migration modules.  

+_global.gsp. 

> Modifed JS files related with: 

+ Map view. 

+ Charts view. 

+ Explore-your-Area view. 

Current status of Biocache-hub 

https://github.com/santiagomtzdelariva/biocache-hubs-es/commits/js_i18n


Customizations: 

* i18n branch:  

- JS files: Charts view: Titles and Labels (charts2.js and search.js) 

Current status of Biocache-hub 

https://github.com/santiagomtzdelariva/biocache-hubs-es/commits/js_i18n


Customizations: 

* i18n branch:  

- JS files: Map view in #tab_spatialSearch and #tab_mapView. (Leaflet.js,Leaglet-draw-src.js, 
map.common.js,…)  

Current status of Biocache-hub 

https://github.com/santiagomtzdelariva/biocache-hubs-es/commits/js_i18n


Customizations: 

* i18n branch:  

- JS files: Explore-your-area (your-area-map.js) 

Current status of Biocache-hub 

https://github.com/santiagomtzdelariva/biocache-hubs-es/commits/js_i18n


Issues: 

* Possible bug in Batch Taxon search and Catalogue number search. 

* “Find records for ANY of the following taxa” doesn’t work. 

* Charts: What happend when we arrive to the last rank?  

 

 

Issues of Biocache-hub 



Branches: master 

Repository: https://github.com/santiagomtzdelariva/biocache-hubs-es/network 

Web: http://datos.gbif.es/collectory/ (Deprecated version of Collectory) 

To do Customizations: 

* collectory_design branch 

- Added new fixed menu. 

- Added new footer. 

* i18n branch: (Static translation) 

- JS files: 

> Index 

> Charts 

 

Current status of Collectory-hub 
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Issues: 

* Unable to load DarwinCore Archives  from GBIF. 

* To solve the issue of map, update with the related commit. 

 

Current status of Collectory 



Current status of BIE 



BIE & Plinian Core Archive 



1) Run the species list playbook to install on vagrant VH or in the local machine 

ansible-playbook -i inventories/vagrant/species-list-vagrant species-list-standalone.yml --private-key 
~/.vagrant.d/insecure_private_key -u vagrant –s 

ansible-playbook –I inventories/vagrant/species-list-vagrant species-list-standalone.yml –u root –s –
connection=local 

2) Edit out /etc/hosts file on laptop 

10.1.1.2  vagrant1 ala.vagrant1.dev lists.vagrant1.ala.org.au vagrant1.ala.org.au demo.vagrant1.ala.org.au 

3) http://lists.vagrant1.ala.org.au  

4) SaMA logged in with his ALA account. How can we solve this point?? 

5) Download the DwC-A from http://www.gbif.org/dataset/888b4cc1-7342-4d6c-ba5c-c1b29c8d27fd 

6) Unzip the archive 

Species-list: Steps to install. 



7) Upload the DarwinCoreA_Pli.txt from the DwC-A using the form 

8) Fill in fileds (Title, Description, URL and type (List of species with characters) 

9) We reprocessed the file to do the following: 

  a) remove taxon remarks 

  b) make a UTF-8 tab delimited file 

12) Edited the config file 

vi /data/specieslist-webapp/config/specieslist-webapp-config.properties  

bie.nameIndexLocation= /data/lucene/col_namematching 

13) ran out of time.  Should have matched and provided and example like: 

http://lists.ala.org.au/ws/species/urn:lsid:biodiversity.org.au:afd.taxon:5b72fb29-0318-43f8-bc0a-
58b879b17601 

 

Example of how to link: 

Webpage for an occurrence page (has no species IDs) 

  http://datos.gbif.es/generic-hub/occurrences/c4abc981-6cf7-413a-9085-c8195ccccf4f 

Has an example API call which has the taxa IDs: 

  http://datos.gbif.es/biocache-service/occurrences/c4abc981-6cf7-413a-9085-c8195ccccf4f 

Species-list: Steps to install. 



Example of how to link: 

Webpage for an occurrence page (has no species IDs) 

  http://datos.gbif.es/generic-hub/occurrences/c4abc981-6cf7-413a-9085-c8195ccccf4f 

Has an example API call which has the taxa IDs: 

  http://datos.gbif.es/biocache-service/occurrences/c4abc981-6cf7-413a-9085-c8195ccccf4f 

Species-list: Steps to install. 
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- Thanks - 

http://www.gbif.es

